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<400> 1 

ggcacgaggg ggcggcggct gcgggcgcag agcggag atg cag egg ctt ggg gec 55 

Met Gin Arg Leu Gly Ala 
1 5 

acc ctg ctg tgc ctg ctg ctg gcg gcg gcg gtc ccc acg gec ccc gcg 103 
Thr Leu Leu Cys Leu Leu Leu Ala Ala Ala Val Pro Thr Ala Pro Ala 
10 15 20 

ccc get ccg acg gcg acc teg get cca gtc aag ccc ggc ccg get etc 151 
Pro Ala Pro Thr Ala Thr Ser Ala Pro Val Lys Pro Gly Pro Ala Leu 
25 30 35 

age tac ccg cag gag gag gec acc etc aat gag atg ttc cgc gag gtt 199 
Ser Tyr Pro Gin Glu Glu Ala Thr Leu Asn Glu Met Phe Arg Glu Val 
40 45 50 

gag gaa ctg atg gag gac acg cag cac aaa ttg cgc age gcg gtg gaa 247 
Glu Glu Leu Met Glu Asp Thr Gin His Lys Leu Arg Ser Ala Val Glu 
55 60 65 70 

gag atg gag gca gaa gaa get get get aaa gca tea tea gaa gtg aac 295 
Glu Met Glu Ala Glu Glu Ala Ala Ala Lys Ala Ser Ser Glu Val Asn 
75 80 85 

ctg gca aac tta cct ccc age tat cac aat gag acc aac aca gac acg 343 
Leu Ala Asn Leu Pro Pro Ser Tyr His Asn Glu Thr Asn Thr Asp Thr 
90 95 100 

aag gtt gga aat aat acc ate cat gtg cac cga gaa att cac aag ata 391 
Lys Val Gly Asn Asn Thr lie His Val His Arg Glu lie His Lys lie 
105 110 115 

acc aac aac cag act gga caa atg gtc ttt tea gag aca gtt ate aca 439 
Thr Asn Asn Gin Thr Gly Gin Met Val Phe Ser Glu Thr Val He Thr 
120 125 130 

tct gtg gga gac gaa gaa ggc aga agg age cac gag tgc ate ate gac 487 
Ser Val Gly Asp Glu Glu Gly Arg Arg Ser His Glu Cys He He Asp 
135 140 145 150 

gag gac tgt ggg ccc age atg tac tgc cag ttt gee age ttc cag tac 535 
Glu Asp Cys Gly Pro Ser Met Tyr Cys Gin Phe Ala Ser Phe Gin Tyr 
155 160 165 

acc tgc cag cca tgc egg ggc cag agg atg etc tgc acc egg gac agt 583 
Thr Cys Gin Pro Cys Arg Gly Gin Arg Met Leu Cys Thr Arg Asp Ser 
170 175 180 

gag tgc tgt gga gac cag ctg tgt gtc tgg ggt cac tgc acc aaa atg 631 
Glu Cys Cys Gly Asp Gin Leu Cys Val Trp Gly His Cys Thr Lys Met 
185 190 195 

gee acc agg ggc age aat ggg acc ate tgt gac aac cag agg gac tgc 679 
Ala Thr Arg Gly Ser Asn Gly Thr He Cys Asp Asn Gin Arg Asp Cys 
200 205 210 



H 



cag ccg ggg ctg tgc tgt gcc ttc cag aga ggc ctg ctg ttc cct gtg 727 
Gin Pro Gly Leu Cys Cys Ala Phe Gin Arg Gly Leu Leu Phe Pro Val 
215 220 225 230 

tgc aca ccc ctg ccc gtg gag ggc gag ctt tgc cat gac ccc gcc age 775 
Cys Thr Pro Leu Pro Val Glu Gly Glu Leu Cys His Asp Pro Ala Ser 
235 240 245 

egg ctt ctg gac etc ate ace tgg gag eta gag cct gat gga gcc ttg 823 
Arg Leu Leu Asp Leu lie Thr Trp Glu Leu Glu Pro Asp Gly Ala Leu 
250 255 260 

gac cga tgc cct tgt gcc agt ggc etc etc tgc cag ccc cac age cac 871 
Asp Arg Cys Pro Cys Ala Ser Gly Leu Leu Cys Gin Pro His Ser His 
265 270 275 

age ctg gtg tat gtg tgc aag ccg ace ttc gtg ggg age cgt gac caa 919 
Ser Leu Val Tyr Val Cys Lys Pro Thr Phe Val Gly Ser Arg Asp Gin 
280 285 290 

gat ggg gag ate ctg ctg ccc aga gag gtc ccc gat gag tat gaa gtt 967 
Asp Gly Glu lie Leu Leu Pro Arg Glu Val Pro Asp Glu Tyr Glu Val 
295 300 305 310 

ggc age ttc atg gag gag gtg cgc cag gag ctg gag gac ctg gag agg 1015 
Gly Ser Phe Met Glu Glu Val Arg Gin Glu Leu Glu Asp Leu Glu Arg 
315 320 325 

age ctg act gaa gag atg gcg ctg ggg gag cct gcg get gcc gcc get 1063 
Ser Leu Thr Glu Glu Met Ala Leu Gly Glu Pro Ala Ala Ala Ala Ala 
330 335 340 

gca ctg ctg gga ggg gaa gag att tag atctggacca ggctgtgggt 1110 
Ala Leu Leu Gly Gly Glu Glu lie 
345 350 

agatgtgcaa tagaaatagc taatttattt ccccangtgt gtgctttaag cgtgggctga 1170 

ccaggcttct tcctacatct tcttcccagt aagtttcccc tctggcttga cagcatgagg 1230 

tgttgtgcat ttgttcagct cccccaggct gttctccagg cttcacagtc tggtgcttgg 1290 

gagagtcagg cagggttaaa ctgeaggage agtttgccac ccctgtccag attattggct 1350 

gctttgcctc taccagttgg cagacagccg tttgttctac atggctttga taattgtttg 1410 

aggggaggag atggaaacaa tgtggagtct ccctctgatt ggttttgggg aaatgtggag 1470 

aagagtgccc tgctttgcaa acatcaacct ggcaaaaatg caacaaatga attttccacg 1530 

cagttctttc catgggcata ggtaagctgt gccttcagct gttgcagatg aaatgttctg 1590 

ttcaccctgc attacatgtg tttattcatc cagcagtgtt gctcagctcc tacctctgtg 1650 

ccagggcagc attttcatat ccaagatcaa ttccctctct cagcacagcc tggggagggg 1710 

gtcattgttc tcctcgtcca tcagggattt cagaggctca gagactgeaa gctgcttgcc 1770 



caagtcacac agctagtgaa gaccagagca gtttcatctg gttgtgactc taagctcagt 1830 

gctci:ctcca ctaccccaca ccagccttgg tgccaccaaa agtgctcccc aaaaggaagg 1890 

agaatgggat ttttcttttg aggcatgcac atctggaatt aaggtcaaac taattctcac 1950 

atccctctaa aagtaaacta ctgttaggaa cagcagtgtt ctcacagtgt ggggcagccg 2010 

tccttctaat gaagacaatg atattgacac tgtccctctt tggcagttgc attagtaact 2070 

ttgaaaggta tatgactgag cgtagcatac aggttaacct gcagaaacag tacttaggta 2130 

attgtagggc gaggattata aatgaaattt gcaaaatcac ttagcagcaa ctgaagacaa 2190 

ttatcaacca cgtggagaaa atcaaaccga gcagggctgt gtgaaacatg gttgtaatat 2250 

gcgactgcga acactgaact ctacgccact ccacaaatga tgttttcagg tgtcatggac 2310 

tgttgccacc atgtattcat ccagagttct taaagtttaa agttgcacat gattgtataa 2370 

gcatgctttc tttgagtttt aaattatgta taaacataag ttgcatttag aaatcaagca 2430 

taaatcactt caactgctaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaa 247 9 



<210> 2 

<211> 350 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Gin Arg Leu Gly Ala Thr Leu Leu Cys Leu Leu Leu Ala Ala Ala 
15 10 15 



Val Pro Thr Ala Pro Ala Pro Ala Pro Thr Ala Thr Ser Ala Pro Val 
20 25 - 30 



Lys Pro Gly Pro Ala Leu Ser Tyr Pro Gin Glu Glu Ala Thr Leu Asn 
35 40 45 



Glu Met Phe Arg Glu Val Glu Glu Leu Met Glu Asp Thr Gin His Lys 
50 55 60 



Leu Arg Ser Ala Val Glu Glu Met Glu Ala Glu Glu Ala Ala Ala Lys 
65 70 75 80 



Ala Ser Ser Glu Val Asn Leu Ala Asn Leu Pro Pro Ser Tyr His Asn 
85 90 95 



Glu Thr Asn Thr Asp Thr Lys Val Gly Asn Asn Thr lie His Val His 
100 105 110 



Arg Glu He His Lys He Thr Asn Asn Gin Thr Gly Gin Met Val Phe 
115 120 125 



Ser Glu Thr Val He Thr Ser Val Gly Asp Glu Glu Gly Arg Arg Ser 
130 135 140 



His Glu Cys He He Asp Glu Asp Cys Gly Pro Ser Met Tyr Cys Gin 
145 150 155 160 



Phe Ala Ser Phe Gin Tyr Thr Cys Gin Pro Cys Arg Gly Gin Arg Met 
165 170 175 



Leu Cys Thr Arg Asp Ser Glu Cys Cys Gly Asp Gin Leu Cys Val Trp 
180 185 190 



Gly His Cys Thr Lys Met Ala Thr Arg Gly Ser Asn Gly Thr He Cys 
195 200 205 



Asp Asn Gin Arg Asp Cys Gin Pro Gly Leu Cys Cys Ala Phe Gin Arg 
210 215 220 



Gly Leu Leu Phe Pro Val Cys Thr Pro Leu Pro Val Glu Gly Glu Leu 
225 230 235 240 



Cys His Asp Pro Ala Ser Arg Leu Leu Asp Leu He Thr Trp Glu Leu 
245 250 255 



Glu Pro Asp Gly Ala Leu Asp Arg Cys Pro Cys Ala Ser Gly Leu Leu 
260 265 270 



Cys Gin Pro His Ser His Ser Leu Val Tyr Val Cys Lys Pro Thr Phe 
275 280 285 



Val Gly Ser Arg Asp Gin Asp Gly Glu He Leu Leu Pro Arg Glu Val 
290 295 300 



Pro Asp Glu Tyr Glu Val Gly Ser Phe Met Glu Glu Val Arg Gin Glu 
305 310 315 320 



Leu Glu Asp Leu Glu Arg Ser Leu Thr Glu Glu Met Ala Leu Gly Glu 



325 



330 



Pro Ala Ala Ala Ala Ala Ala Leu Leu Gly Gly Glu Glu lie 
340 345 350 
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Val Gly Asn Asn Thr lie His Val His Arg 
15 10 
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<221> MOD_RES 

<222> (3) . . (3) 

<223> ASN residue is glycosylated 

<400> 5 



Gly Ser Asn Gly Thr lie Cys Asp Asn Gin Arg 
15 10 



